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[ Abstract] Objective To nvestigate them olecu larm echan sm's of Topoisan erase 11 nh bitor etopside( nduced apoptosis on hur
man kukaniaHL-60 cells M ethods Cell growth and apoptosis were detem ned by M TT assay and fow cytanetry ¢DNA m icroarray
was used to assess sens iive early gene expressibn pwofiles and Genmapp sofiwarew as used to gene cluster and pathw ay analysis of the dmg
response Results Eopsile exhibited cell grow th inhibitbn by 50% at the concentrations of (30 1720 26) mol/L and nduced cell
apoptosis fran 4 38% 1053 98 . Genmapp analysk shoved thatewopside significantly nhibited ubiquitin— pmteasome pathw ay (Z> 3
8) and decreased expression of genes nvolved in ubiquitin — pwoteasome pathway (PSMBS PSMB7 PSM B8 PSMC3 PMCS RPNland
HIA(A). Conclision Etoposide nduces apoptosis via decreased expresson of genes n ub qquitin— proteasom e pathw ay
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